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Achievements: 
• Broad research experience over wide range of areas in microbiology, biochemistry, microbial 

physiology, molecular biology and genetics. Employed microarray, sequencing, metabolic 

engineering, synthetic biology and related molecular techniques to dissect molecular mechanism 

of biological machinery, design powerful diagnostics tools for biological source tracking, develop 

new and improved materials and research capacities for biofuel conversion and assess impact of 

climate changes and ecosystem management to aquatic life. 

• Excellent interpersonal and communication skills; successfully completed numerous collaborative 

projects. 

• Strong computer programming and database skills matching biological questions with 

computational resources 

• Outstanding project management skills to lead difficult project to successful conclusion.  

• Co-inventor on seven patents; multiple first author papers and scientific presentations  
 

Professional Experience: 
 

Principle Scientific Engineering Associate                       2008-present 

Staff Research Associate                         Feb. 2004-2008 

Lawrence Berkeley National Laboratory                        
• Lead project to study the metabolic impact in cyanobacteria and plant using chemical imaging. 

Constructed cyanobacteria strains to increase fatty acids and/or alkane production.  These studies 

will provide important understanding for increase biofuel production. 

• Completed studies using microarray and next generation sequencing to study rain forest fungal 

community shift, microbial pathway changes in petroleum production field, clinical pathogen 

source tracking and human microbiome. Lead in custom design of microarray and analyzing 

sequencing data using bioinformatics and statistical tools. 

• Completed over twenty gene syntheses for studies of cell division in Caulobacter crescentus and 

system biology of Zymomonas motilis. 

• Responsible for setting up and managing tissue cultural and microbiology labs and ensure the 

operations meet regulatory requirements.  

• Successfully applied grants for international collaborations in scientific research and managed 

project involving multiple partners, including multiple agencies, university and foreign partners. 

• Outreach/Education: Mentored students in undergraduate research projects. Developed 

multimedia materials for outreach and education. Established international bioinformatics training 

workshop in Georgia Republic.  

 
Computational Biologist 

Metabolex, Inc              2000-Dec.2003 
• Responsible for developing database/scripts supporting diabetes drug discovery and provided 

bioinformatics support for patent filing.  
 
Bioinformatics Scientist II 

diaDexus, Inc      1998-2000 



 

• Designed and implemented LIMS to provide and to manage access to sequences, R&D 

experimental data, user annotation, bioinformatic analysis, public annotation and patent 

information. Provided bioinformatics analysis for cancer diagnostic markers.  

 

 

Biomedical Scientist.     1997-1998  

Lawrence Livermore National Lab 

• Analyzed and annotated sequences of three naturally occurring plasmids (10-100kb each) and 

other chromosomal regions in Yersinia pestis. Developed primer sets for DNA-based biotyping. 

Such tool can be used to identify geographically diverse strains and survey strain evolution. 

 

Postdoctoral Research Associate.    1995-1997  

University of California at Berkeley  

 

• Elucidated cellular response to nitrogen starvation and possible metabolite flux control 

mechanism in Bacillus subtilis. 

 

Postdoctoral Research Associate.    1992-1994 

University of Illinois at Urbana-Champaign      

 

• Determined mechanism of the regulation of glutamine-PRPP amidotransferase and degradation of 

aspartate transcarbamylase in Bacillus subtilis.  

 

Education: 
Ph.D, Biochemistry,      

Rutgers University     September 1992 

 

B. S, Microbiology,     

Fudan University, Shanghai, PRC,     July 1986 

 

Certificate of Computer Information System, UC Berkeley   May 2000 

   

Patents: 
Co-inventor of six patents on cancer diagnostic leads 1998 - 2000. 

Con-inventor of a patent “Heavy metal biosensor”. 2007 
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